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CLUSTAL V alignment of human and rat B18 amino acid sequences 
(Identity: 908, Homology: 97.5%): 

B18hum MAP I KVGDAI PAVE VFEGE PGNKVNLAE LFKGKKGVLFGVPGAFT PGC SK = SEQIDNOl 
B18rat MAPIKVGDTIPSVEVFEGEPGKKVNLAELFKDKKGVLFGVPGAFTPGCSK 

^^★★★^★^★★★★★^★★ A********^***************** 

Bl 8hum THLPGFVEQAEALKAKGVQWACLSVNDAFVTGEWGRAHKAEGKVRLLAD 
Bl 8 rat T H L PG FVEQAGALKAKGAQ WAC L S VN DVF VTAEWGRAHQAE GKVQL L AD 
********** ****** ********** ****************** 

Bl 8hum PTGAFGKETDLLLDDSLVSIFGNRRLKRFSMWQDGIVKALNVEPDGTGL 

Bl 8rat PTGAFGKETDLLLDDSLVSLFGNRRLKRFSMVIDKGWKALNVEPDGTGL 
******************* ************ * ************* 

* • • • 

B18hum TCSLAPNIISQL 

B18rat TCSLAPNILSQL 
******** * * * 

CLUSTAL V alignment of human and mouse B18 amino acid sequences 
(Identity: 91%, Homology: 96%) 

B18hum MAP I KVGDAI PAVEVFEGEPGNKVNLAELFKGKKGVLFGVPGAFTPGCSK 

B18mouse MAPIKVGDAIPSVEVFEGEPGKKVNLAELFKGKKGVLFGVPGAFTPGCSK 
*********** ^ ********* **************************** 

B18hum T H L P G F VE Q AE ALKAKG VQ WAC L S VN D A F VT GE WGRAH K AE GK VRL LAD 

Bl 8mouse THLPGFVEQAGALKAKGAQWACLSVNDVFVIEEWGRAHQAEGKVRLLAD 
********** ****** ********** ** ******^********** 

B18hum PTGAFGKETDLLLDDSLVSIFGNRRLKRFSMWQDGIVKALNVEPDGTGL 

B18mouse PTGAFGKATDLLLDDSLVSLFGNRRLKRFSMVIDNGIVKALNVEPDGTGL 
******* *********** ************ ^ ^ *************** 

B18hum TCSLAPNIISQL 

B18mouse TCSLAPNILSQL 
******** ^ *** 

CLUSTAL V alignment of human and rat cDNA sequences (identity: 
612/780, 78.5%) : 

Bl 8hum GCCAGGAGGCGGAGTGGAAGTGGCCGTGGGGCGGGTATGGGACTAGCTGG 

TG CGTC CTAGGCAG 

** *** **** * 

Bl 8hum CGTGTGCGCCCTGAGACGCTCAGCGGGCTATATACTCGTCGGTGGGGCCG 

B18rat CATA GCC GGA TCGGTGCTCCGTGCATCGGCTACTTGGAC- 

* * *** ** **** * * * * * ** * 

Bl 8hum GCGGTCAGTCTGCGGCAGCGGCAGCAAGACGGTGCAGTGAAGGAGAGTGG 

B18rat GTGCGTGGCAGGCAGAGCAGGCCGG AAAGGAGCAGGTTGG 

** * ***** **** * *** * ***** *** 
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B18hum GCGTCTGGCGGGGTCCGCAGTTTCAGCAGAGCCGCTGCAGCCATGGCCCC 

B18rat GAGTGTGGTGGGGCCCGCAGCTTCAGCAGTGCCGCGGTGACTATGGCCCC 

* ** *** **** ****** ******** ***** * * ******** 

B18hum AATCAAGGTGGGAGATGCCATCCCAGCAGTGGAGGTGTTTGAAGGGGAGC 

B18rat GATCAAGGTGGGAGACACCATTCCCTCAGTGGAGGTATTTGAAGGGGAAC 
************** *★** ** ********************* * 

B18hum CAGGGAACAAGGTGAACCTGGCAGAGCTGTTCAAGGGCAAGAAGGGTGTG 

B18rat CTGGAAAGAAGGTGAACTTGGCAGAGCTGTTCAAGGACAAGAAAGGTGTT 

* ** ** ********* ****************** ****** ***** 

B18hum CTGTTTGGAGTTCCTGGGGCCTTCACCCCTGGATGTTCCAAGACACACCT 

B18rat TTGTTTGGAGTCCCTGGGGCATTTACACCTGGCTGTTCCAAGACCCATCT 
********** ******** ** ** ***** *********** ** ** 

B18hum GCCAGGGTTTGTGGAGCAGGCTGAGGCTCTGAAGGCCAAGGGAGTCCAGG 

B18rat GCCTGGGTTTGTGGAGCAAGCCGGAGCTCTGAAGGCCAAGGGAGCACAAG 
*** ************** ** * ******************* ** * 

Bl 8hum TGGTGGCCTGTCTGAGTGTTAATGATGCCTTTGTGACTGGCGAGTGGGGC 

B18rat TGGTGGCCTGTCTGAGTGTTAATGATGTCTTCGTGACTGCAGAGTGGGGT 
*************************** *** ******* ******** 

B18hum CGAGCCCACAAGGCGGAAGGCAAGGTTCGGCTCCTGGCTGATCCCACTGG 

B18rat CGAGCCCACCAGGCAGAAGGCAAGGTTCAGCTCCTGGCTGACCCCACTGG 
********* **** ************* ************ ******** 

B18hum GGCCTTTGGGAAGGAGACAGACTTATTACTAGATGATTCGCTGGTGTCCA 

Bl 8 rat AGCTTTTGGAAAGGAGACAGATTTACTACTAGATGATTCTTTGGTGTCTC 
** ***** *********** *** ************* ******* 

B18hum TCTTTGGGAATCGACGTCTCAAGAGGTTCTCCATGGTGGTACAGGATGGC 

B18rat TCTTTGGGAATCGTCGGCTAAAAAGGTTCTCCATGGTGATAGACAAGGGC 
************* ** ** ** *************** ** * * *** 

Bl 8hum ATAGTGAAGGCCCTGAATGTGGAACCAGATGGCACAGGCCTCACCTGCAG 

B18rat GTAGTAAAGGCACTGAACGTGGAGCCGGATGGCACAGGCCTCACCTGCAG 
**** ***** ***** ***** ** *********************** 

B18hum CCTGGCACCCAATATCATCTCACAGCTCTGAGGCCCTGGGCCAGATTACT 

B18rat CCTGGCCCCCAACATCCTCTCACAACTCTGAGGCCCTGA-CCAGA — ATG 
****** ***** *★* ******* ************* ***** * 

B18hum TCCTCCACCCCTCCCTATCTCACCTGCCCAGCCCTGTGCTGG-GGCCCTG 

Bl 8 rat TCCTCTGACTCTCCC-ATCTCCTCCACCCAGCTCTGGGCCAAAGGCCCAG 
***** * ***** ***** * ****** *★* ** ***** * 

B18hum CA ATTGGAATG TTGGCCAGATTTCTGC 

TACCTCCTTACCTGAGGGCCACTGGAATGGAACCTTGACAATATTTCTGC 
* * ******* *** * * ******** 

B18hum AATAAACACTTGTGGTTTGCGGAAAAAAA 

B18rat AAT AAAC AG T T - T AAT T T G T G AAAAAAAAAAAAAAAAAAAAA 
******** ** * **** * ******* 
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CLUSTAL V alignment of human and mouse cDNA sequences 
(identity: 552/675, 81.8%) 

B18hum GCCAGGAGGCGGAGTGGAAGTGGCCGTGGGGCGGGTATGGGACTAGCTGG 
B18mouse 

B18hum CGTGTGCGCCCTGAGACGCTCAGCGGGCTATATACTCGTCGGTGGGGCCG 

Bl 8mouse TGCTCCGTG CATCGACGTGCTTG 

**** * * * *** * * ★ 

B18hum GCGGTCAGTCTGCGGCAGCGGCAGCAAGACGGTGCAGTGAAGGAGAGTGG 

B18mouse GCAGGCAG AGCAGGCCGG AAAGAAGCAGGTTGG 

★ * * *** **** * *** * **** ** *** 

B18hum GCGTCTGGCGGGGTCCGCAGTTTCAGCAGAGCCGCTGCAGCCATGGCCCC 

B18mouse GAGTGTGGCGGAGCCCGCAGCTTCAGCAGCTCCGCGGTGACCATGGCCCC 

★ ** * ****** ******** **** * ********** 

B18hum AATCAAGGTGGGAGATGCCATCCCAGCAGTGGAGGTGTTTGAAGGGGAGC 

B18mouse GATCAAGGTGGGAGATGCCATTCCCTCAGTGGAGGTATTTGAAGGGGAAC 
******************** ** ********** *********** * 

B18hum CAGGGAACAAGGTGAACCTGGCAGAGCTGTTCAAGGGCAAGAAGGGTGTG 

B18mouse CGGGAAAGAAGGTGAACTTGGCAGAGCTGTTCAAGGGCAAGAAAGGTGTT 

★ ** ** ********* ************************* ***** 

B18hum CTGTTTGGAGTTCCTGGGGCCTTCACCCCTGGATGTTCCAAGACACACCT 

B18mouse TTGTTTGGAGTCCCTGGGGCATTTACACCTGGCTGTTCTAAGACCCACCT 
********** ******** ** ** ***** ***** ***** ***** 

B18hum GCCAGGGTTTGTGGAGCAGGCTGAGGCTCTGAAGGCCAAGGGAGTCCAGG 

Bl 8mouse GCCTGGGTTTGTGGAGCAAGCTGGAGCTCTGAAGGCTAAGGGAGCGCAGG 
*** ************** **** *********** ******* **** 

B18hum TGGTGGCCTGTCTGAGTGTTAATGATGCCTTTGTGACTGGCGAGTGGGGC 

B18mouse TGGTGGCCTGTCTGAGCGTTAATGACGTCTTTGTGATTGAAGAGTGGGGT 
**************** ******** * ******** ** ******** 

B18hum CGAGCCCACAAGGCGGAAGGCAAGGTTCGGCTCCTGGCTGATCCCACTGG 

B18mouse CGAGCCCACCAGGCAGAAGGCAAGGTTCGGCTCCTGGCTGACCCCACTGG 
********* **** ************************** ******** 

B18hum GGCCTTTGGGAAGGAGACAGACTTATTACTAGATGATTCGCTGGTGTCCA 

Bl 8mouse AGCCTTTGGGAAGGCGACAGACTTATTATTGGATGATTCTTTGGTGTCTC 
************* ************* * ******** ******* 

B18hum TCTTTGGGAATCGACGTCTCAAGAGGTTCTCCATGGTGGTACAGGATGGC 

B18mouse TCTTTGGGAATCGTCGGCTGAAAAGGTTCTCCATGGTGATAGACAACGGC 
************* ** ** ** *************** ** * * *** 

B18hum ATAGTGAAGGCCCTGAATGTGGAACCAGATGGCACAGGCCTCACCTGCAG 

Bl 8mouse ATAGTGAAGGCACTGAACGTGGAGCCAGATGGCACAGGCCTCACCTGCAG 
*********** ***** ***** ************************** 

B18hum CCTGGCACCCAATATCATCTCACAGCTCTGAGGCCCTGGGCCAGATTACT 

Bl 8mouse CCTGGCCCCCAACATCCTCTCCCAACTCTGAGGCCCTGG-CCAGATG 

****** ***** *** **** ** ************** ****** 

B18hum TCCTCCACCCCTCCCTATCTCACCTGCCCAGCCCTGTGCTGGGGCCCTGC 

B18mouse TCCTCTGACTCTCCC-ATCTCTCCCACCCGGCTCT AGGCC 

••**★*** * ***** ***** ** *** ** ** **** 

Bl8hum AATTGGAATGTTGGCCAGATTTCTGCAATAAACACTTGTGGTTTGCGGAA 
Bl 8mouse AAAAGGCTCGGTACCTCCTTACTGGGAGC-CACGT 
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